. Differential characteristics of Flavobacterium sp. T91 and related Flavobacterium spp. T91 results are from the present study; F. anhuiense results are from Liu et al. (2008) , and F. ginsenosidimutans results are from Yang et al. (2011) Table S6 . Differential characteristics of Flavobacterium sp. strain T76 and related Flavobacterium spp. T76 results are from the present study; F. pectinovorum results are from Dorey (1959) and Bernardet & Bowman (2011) , and F. hydatis results are from Strohl & Tait (1978) and Bernardet & Bowman (2011) Fig. S1 . Cladogram depicting the relationships of 65 Michigan fish-associated Flavobacterium spp. generated using Bayesian and neighbor-joining analysis. Bayesian analysis was conducted using the general time reversible (GTR) model and gamma-shaped rate variation with a proportion of invariable sites Bayesian in MrBayes 3.2. Two independent analyses were conducted, both with 1 cold and 3 heated chains using the default heating parameter (temp = 0.2). The initial 25% of Markov chain Monte Carlo (MCMC) samples were discarded as burnin and sampling occurred every 1000 generations. Only posterior probabilities ≥70% are displayed at the nodes. Bolded posterior probability values with an asterisk denote that the same node was supported (i.e. bootstrap value ≥70%) in neighbor-joining analyses
